Supplementary material:
: Overview of tables with embedded automation supporting specimen, sample and sequence data curation and storage. The OMMS supports next-generation sequencing projects, which invariably have substantial metadata management overhead. Core software functionality resides in the three interoperable tables, which are accessed via the "MetaData" portal. Sequence files are referenced to automatically generated metadata entries (e.g., "Sample Unique ID", "Sequence Run ID"), and these files can be used as input for programs accessed via the "Analysis" portal. The OMMS also generates directories to store results (output) for each run of a program. Output can be accessed and downloaded via the "Results" portal. 
